Table 1 ; Comparison of diagnostic methods for SMA 
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(1) single strand conformation polymorphism 

(2) del : deleted ; ndel : non deleted 

(3) The quantification of results obtained is performed by means of Bio-lmager and expressed as 

PSl/mm 2 

(4) R : difference ~ 1 - [(PSl/mm ? Contro! - PSL/mm 2 SMA)/(PSl7mm 2 Control)] 
The mean value of the control group is used for the calculation of R 
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Table 2 : Comparison of diagnostic methods for SMA 



N tube 


ccro U) 


Our method (ELISA) 




Probe 1 (exon 7) 




Probe 2 (exon 8) 


Probe 3 
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0.28 


0 


ndel 
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0.51 


positive 


SMA 
07) 


del 7/ 
del 8 


0.15 


44 


del • 
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(1) single strand conformation polymorphism 

(2) del : deleted ; ndel : non deleted 

(3) R : difference « 1 - [(0O 450 ControI - OD 4 sQSMA/00 4 soControijJ 



The mean value of the control group is used for the calculation of R 
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